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Structure and mechanism of bacterial flagella rod
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Bacterial flagellum is a highly efficient nano-machine rotating at high speed,
300 rpm/sec if Salmonella, in viscous environments. The rod of the bacterial flagellum acts as the drive
shaft to enable the high-speed rotation. FIgG is the protein to constructs the distal rod which is a
major part of the rod. We revealed the molecular model at 2 angstrom resolution of a core fragment of

FIgG b{ X-ray crystal structure analysis. Furthermore we constructed the distal rod structure based on
this FlgG model to fit to cryo-EM density map.
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