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Breast-fed infant intestines generally have microbiota rich in bifidobacteria,
and the population of the bacteria in the ecosystem drastically decreases after weaning. This suggests
that human milk has a bifidogenic compound; however, the mechanism underlKing it remains elusive. We have
reecntly found that infant gut-associated bifidobacteria are equipped with genetic and enzymatic sets
dedicated to the utilization of oligosaccharides contained in human milk (human milk oligosaccharides,
HMOs). In this study, we aimed to obtain a comprehensive understanding of the HMOs assimilation pathway
of bifidobacteria.
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