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Analysis of taste-recognition mechanism through taste receptor
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Sweet taste is perceived through sweet-taste receptor, which is a membrane
protein of taste cells. In this study, we tried to construct expression system of amino terminal domain
(ATD) of human sweet-taste receptor, that is a heterodimer of hT1R2 and hT1R3, in order to analyze the
interaction between sweet-taste receptor and sweeteners.

We succeeded to ﬁroduce ATD of hT1R2 and hT1R3 fused with maltose-binding protein (MBP) in E.coli. We
further analyzed hT1R3-ATD, since its expression level was higher than that of hT1R2-ATD. The protein was
very unstable, and the molecular size was found to be much larger than the size expected.
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