©
2012 2014

Comprehensive virus detection by high-performance homology search and deep
sequencing
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On reports of the emerging viruses, requirement for comprehensive surveillance
for viruses has been increased. In this study, we create computer program which design primers for
comprehensive detection of viruses. The program automatically designed primers for amplifying 143,557
species (14 families) viruses and 19 genera of bacteria. We also create sequence analysis program for
analyzing vast numbers of sequence reads with high-performance homolo%y search. These programs and
results suggest the ability of the combination of comprehensive amplification and next-generation
sequencer .
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