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There 1is increased risk of damage on genetic information when DNA is replicated
for cellular proliferation. The aim of the research project is to elucidate the relationship between the
proyeins for DNA replication initiation and maintenance of genome stability. From this study, it is
suggested that RECQL4, which functions in the initiation of DNA replication and genome stability, possess
a functional domain that prevent an essential role of RECQL4 for cellular survival when it is expressed
alone. For CDT1, an essential protein for the first step of the initiation of DNA replication
(' licensing’ ), we have so far proposed that CDT1 suppresses nascent strand elongation of DNA
replication. In this study, we further demonstrated that N-terminal 254 amino acids domain of CDT1 is not

concerned with this function. Moreover, CDT1 C-terminal domains appeared to be partially related to this
function of CDT1.
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