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Screening for the genes which shows synergistic phenotype with MYCN-With the aim of
new molecular target of neuroblastoma
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We identified SMC2, a subunit of condensin complex, as a candidate gene which
shows synergistic lethal phenotype with MYCN amplification/overexpression. In addition, we found SMC2
regulates expression of DNA repair genes cooperation with MYCN (Cell Cycle, 13 §7) : 1115-31, 2014). To
find further candidate genes, we screened for the genes which showed synthetic lethal phenotype with MYCN
overexpression using shRNA library in neuroblastoma cells. We also improved the method of discovering
combinational interactions using survival data (Bioinformatics, 29 (23) : 3053-59, 2013).
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