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An analysis of cell lineage for breast cancer by gene alteration of mitochondria
DNA D-loop region
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(1)Gene alteration of mtDNA-DL (GAMDDL) was detected in metachronously resected
ipsilateral normal breast (0.03%)and contralateral breast (0.74%).(2)Breast cancers with polysomy of
centromere 17 and those with HER2 ?ene heterogeneity were not overlapped. (3)The protocol to visualize
HER2 protein and gene simultaneously was established.(4)Primary breast cancer with heterogeneity, e.g.
with and without HER2 gene amplification, and recurrent tumor without HER2 gene amplification was
analyzed by GAMDDL method. There are differences of MDDL between carcinoma cells of primary tumor with

and without HER2 gene amplification.
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