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In this study, the transcriptional regulatory activity of the PREBP protein, a
newly identified and unique protein of Plasmodium falciparum, was verified in the parasite cells. Actual
binding of the PREBP to the cis-element in the parasite chromosome was indicated. A comprehensive search
for the target genes of regulation by PREBP had detected several candidate genes. The PREBP protein has
four putative KH domains. It had been suggested that the one of KH domains, which is the nearest to the
N-terminus, might be important for transcriptional regulatory activity. In addition, the over-expression
of PREBP suppressed the growth rate of parasite and prolonged the duration of parasite cell cycle. The
over-expression of PREBP might disordered the balance of total gene transcription and affected on the
parasite growth. These results suggested the unique functional mechanisms and physiological importance of
PREBP protein.
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