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Limited aeration has been demonstrated to cause slowdown in proliferation and
delayed budding, resulting eventually in a unique unbudded G2-arrest in the obligate aerobic pathogenic
Keast Cryptococcus neoformans. Also, the ability to adapt to decreased oxygen levels during pathogenesis

as been i1dentified as a virulence factor in C. neoformans. The aim of this study was to identify and
characterize genes that are necessary for the proliferation slowdown and G2-arrest caused by limited
aeration. This gene was identified as homologous both to calcineurin responsive (Crzl) and
PKC1-dependent SSpl-like) transcription factors. Our data demonstrate a tight molecular link between
slowdown of proliferation during hypoxic adaptation and maintenance of cell integrity in C. neoformans
and present a new role for the Crzl family of transcription factors in fungi.
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Structure-function relationship of G1 and

G1/S cyclins homologue CnClnl.
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