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Study of the function of Aigll protein and the mechanism of acupuncture
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We previously found acupuncture-induced 1-L (Aigll) gene and determined the
full-length cDNA (Genbank accession no. DQ167195). Our aim is to elucidate the function of Aigll protein
and the mechanism of acupuncture therapy in this study. We used synthetic peptides as antigens and
produced five anti-Aigll antibodies. We obtained a specific antibody from those antibodies. The tertiary
structure of Aigll protein®s 217-895 amino acids from N-terminus (679 out of 962 amino acids) was
constructed by using homology modeling method and fragment assembly method. We then observed positional
relation of three CUB domains and five sushi domains in structure. The result of our molecular simulation
suggested that the Aigll protein was possibly related to cell adhesion and/or axon guidance of neurons.
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