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Development of the method for the prevention of the chronicity of hepatitis B virus
infection using two types of next generation sequencer

Ito, Kiyoaki
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We have reported that the chronicity rate after acute hepatitis B (AHB) with
genotype A is 7-8%. On the other hand, the chronicity rate of AHB with non-A genotypes was less than 1%
(Ito K et al. Hepatology, 2014&. It is important to find the method for preventin? chronicity after AHB,
otherwise they would be at risk for progression to severe liver diseases such as liver cirrhosis or
hepatocellular carcinoma. In this research, we have found that the new insights by approaching both from
the host factors and from viral factors using next generation sequencer. As a host factor, one of the
HLA-DPB locus was associated with the chronicity after AHB.The temporal emergence of the specific
mutation, as a viral factor, was associated with chronicity after AHB by the result of long read type
next generation sequencer. Our findings should be becoming the basis for the future treatment against
hepatitis B virus infection.
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