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Molecular profiling and biomarker study of thoracic malignancies

Yamamoto, Nobuyuki

4,100,000
9 23 411
EGFR (35.0%) KRAS  (8.5%) ALK (5.0%)

In this project, we established a biobank system of specimens from patients with
thoracic malignancies. We conducted tumor genotyping study using tissue samples obtained from the biobank
to detect 23 hotspot mutations in 9 cancer-related genes. In adenocarcinoma, EGFR mutation was most
frequently detected (35.0%) followed by KRAS mutation (8.5%) and ALK translocation (5.0%). On the other
hand, in small-cell lung cancer and squamous cell lung cancer, mutation rate was much lower than that in
adenocarcinoma, suggesting driver mutations are rarely detected in those histologic types. We also

established genotyping platform utilizing next-generation sequencing technologies for more comprehensive
mutational analysis.
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