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Noncoding gene, PVT1 was frequently rearranged in multiple myeloma, and the
PVT1-WWOX was identified in RPMI8226 cell line. We further identified another fusion transcript of PVT1,
PVT1-NSMCE2, in acute myeloid leukemia (AML) having hi%hly genomic amplification with 8g24. Novel fusion
partner of PVT1l, NSMCE2, also created BF104016-NSMCE2 fusion transcript in an AML cell line. On the other
hand, we identified another type of fusion transcript involving ribosomal DNA. Three fusion transcripts
involving RN28S1 were identified in T-cell acute lymphoblastic leukemia, Burkitt lymphoma, and multiple
myeloma, respectively. Further analysis is needed to clarify the role of these novel types of fusion
transcript in tumorigenesis.
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