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Identification of molecules involved in progression of prostate cancer and
construction of risk prediction model using SNP array
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In this study, we evaluated a biological functional of the CYP19 polymorphisms.
The ratio of serum estrone/ androstenedione was significantly associated with the CYP19 polymorphisms and
the polymorphisms altered the promoter activity of the CYP19 gene. Additionally, the cancer-specific
survival of metastatic prostate cancer patients was significantly associated with the CYP19

polymorphisms. Those finding suggest that the CYP19 polymorphisms influence the risk and outcome of
prostate cancer through the alteration in sex hormone milieu.
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Analysis of genetic polymorphisms
for predicting response to treatment
and progression of prostate tumor
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