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Expression and Functional Analysis of HOXD9 in Cervical Cancer
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We analyzed the expression and function of HOXD9 in cervical cancers. As a
result, HOXD9 gene was overexpressed in cervical cancer tissues than normal cervical tissues.
Clinicopathogical analysis using 51 cervical cancer cases revealed HOXD9 expression was associated with
lymphovascular space invasion (LVSI) and lymph node metastasis. Silencing of the HOXD9 gene inhibited
cell proliferation of cervical cancer cell lines. These results sug?ested HOXD9 gene is overexpressed in
high risk cervical cancer cases and plays important role of cervical cancer cell growth. It has been
shown that activation of tumor P53 has occurred by the suppression of HOXD9. HOXD9 is associated with
malignant potential in cervical cancer and may be a novel potential target of cervical cancer therapy.
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