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A study for bone resorption of jaw at mechanical stress

MOROI, RYOJI

4,100,000

MC3T3-E1 " RAW264.7

Mechanical loading conditions result in alteration in bone mineral density and
guantity, which may be partly attributed to an imbalance in bone formation and resorption. To investigate
the effect of mechanical loading (compress and stretch) on osteoblast and osteoclast differentiation, we
used a stretch system to culture MC3T3-E1 and RAW264.7 cells. The expressions of Runx2, EphB4, MMP9 and
TACE mRNA in MC3T3-El cells were enhanced under compressive force, while the expressions of Osterix, Coll
and EphB4 mRNA were inhibited under stretch force. On the other hand, compressive force inhibited the
enhancement of TRAP and DC-STAMP mRNA in RAW264.7 cells by RANKL. Stretch force had no effect on the
enhancement of DC-STAMP mRNA expression by RANKL.

These results, taken together, demonstrate that the responses of MC3T3-E1l and RAW264.7 cells to
compressive and stretch force are different.
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MC3T3-E1 (the European
Collection of Cell Cultures )

RAW?264.7 , antibiotic mixture
Invitrogen, Carlsbad, CA , 10
FBS Biological Industries, Haemek

159g/L Invitrogen
o-Minimum Essential Medium
o-MEM  Sigma, St. Louis, MO
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