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Elucidation of oral flora of children with no transmission of mutans streptococci

Tanaka, Mitsuro
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Mutans Streptococcus (MS) was detected in 121 children out of 327. The abundance
ratio was 37%. The detection ratio of P.gingivalis, T.denticola, T.forsythensis, A.actinomyceptemcomitans
in 121 children who had MS in their mouth and 206 children who had no MS were
16 12 0 0 26 30 77 77 respectively. This result showed that there was no relationship between
existence of the four major periodontal pathogen bacteria and existence of MS in the mouth of children.
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