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This study developed a method to estimate the functions of genes using similarity

of network structure, not using sequence similarity which has been currently mainly used. To this purpose,

we developed the method ANGIE which can compare global network structure. Given two different networks, t
he ANGIE tries to find a brief network structure on each network so that the two brief graphs are similar
to each other. Since our initial experimental result showed that the aligned result is far from biological
knowledge, we improve the ANGIE so as to give prior similarity knowledge of genes between two species, su
ch as sequence similarity. We applied the ANGIE to yeast and drosophila networks, generated from protein-p
rotein interactions or expression similarity, and the result suggested new functions of genes.
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