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Development of a global gene identification method

SERA, TAKASHI
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The goal of this study is to develop a method for a global gene identification.
For this purpose, we designed nine molecules that recognized one specific target site of the gene of our
interest, respectively, and generated them. Among them, we identified the best sample to modulate the
expression of the target gene most effectively. Furthermore, we examined how to generate the phenotype of

our purpose, and raised the induction efficiency to 60-70%.
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