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Study on high performance hydrogen-methane fermentation process
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In order to produce an efficient hydrogen-methane fermentation process, the
behavior of microorganisms in a fermenter was examined by the activity of the gene.When hydrogen
fermentation threw a raw material into a reactor, it was indicated that it"s important to revise pH
around 7.5.The hydrogen-methane fermented process needs one compared with the capacity of each reactor
about 10 times.The determination method of mcrA gene created the primer set from the result of microflora
or reference, and was examined by the real-time PCR method.The determination method of the amount of mcrA
gene by the real-time PCR method has been established when the primer set of mcrA gene for Methanoculles
obtained from reference was used.The expression level of mcrA gene in the continuous methane fermentation
ﬁxpﬁrimenflsystem was quantified by real-time RT-PCR method which used the primer set of mcrA gene for

ethanocul les.
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