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In this study, we analyzed the inter-gene regions which have a length of more than
0.5 kb in the Escherichia coli genome. First, based on original analysis using informatics and E. coli ge
nome database, we deduced 94 sites which meet our present study. Next, according to priority determined by
further database analysis, we systematically constructed deletion mutants of the regions. One of those mu
tants was found to have clear sensitivity in cell growth at low temperatures. A specific sequence motif wa
s also found in the region, which was suggested to support cell growth at low temperatures. In parallel, w
e analyzed the datA region which has a cluster of DnaA-binding sites in an inter-gene region. DnaA is the
replication initiator protein and we revealed functional mechanism in datA for regulating DnaA,
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