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Establishment of universal site-directed mutagenesis system via gene targeting
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Gene targeting (GT) can introduce desirable mutations into a targeted gene as
expected. In this study, we aimed to advance site-directed mutagenesis technology in which GT and
subsequent marker elimination via DNA repair system, single strand annealing (SSA). We succeeded in the
enrichment of marker-free cells by means of conferring a herbicide tolerance to cells in which SSA events
occurred.
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