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Study on strategy for structure stabilization and evolution of tRNA in the view of s
plit gene assembly
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Transfer RNA is an important biomolecule containing common cloverleaf structure, t
he origin of which is an enigma. Our previous study showed tRNA is comprised of two independent hairpin R
NAs to join one. The evidence remains as split genes in genome sequence. In this study, we searched and
predicted possible split tRNA genes on the genomes, and obtained many candidates. The examination of the p
resence of split genes and detection of re-organization of the transcripts into one functional tRNA were p
erformed. Some candidates were shown as the split genes, however, new evidence was not added in this study
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