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Fructooligosaccharide (FOS), a prebiotic well known for its health-promoting prope
rties, can improve the human gut ecosystem most likely through changes in its microbial composition. Howev
er, the detailed mechanism(s) of action of FOS in the modulation of the gut ecosystem remains obscure. Tak
ing advantage of our novel microbe-metabolite correlation approach, combined with fecal IgA measurements,
we found that the induction of mucosal IgA by FOS supplementation correlated with the presence of specific

gut microbes in human trials. Furthermore, specific metabolic changes were observed positively or negativ
ely correlated with IgA profiles. IgA is well known as an important molecule not only to prevent intestina
I pathogenic infection, but also to regulate commensal gut microbiota; therefore, induction of mucosal IgA
by F8$f§upp!ementation is considered to be one of the beneficial effect of prebiotics through gut ecosyst
em modification.
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