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Analyses of the involvement of LTR-transposon in meiotic regulation of mammalian ooc
ytes.

Naito, Kunihiko
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Possible involvement of LTR-transposable elements (Te), which are thought to be pa
rasite genes in mammalian genom, in meiotic regulation of mammalian oocytes were analyzed using porcine 00
cytes and Maelstrom (MAEL), which was shown in testis to be involved in the biosynthesis of piRNA, an inhi
bitor of LTR-Te. Porcine MAEL cDNA was cloned from porcine oocytes and found that the molecular weights of
porcine MAEL were different between oocyte and testis. In porcine oocytes, MAEL mRNA was present througho
ut meiosis and MAEL protein was decreased according with the progression of meiosis. MAEL functions on mei
otic maturation were analyzed by artificial expression control of MAEL grotein using MAEL mRNA or antisens
e RNA injection into oocytes. However, there were no effects on microtubule organization and meiotic progr
ession during oocyte maturation. Therefore, | cannot provide the evidence showing the involvement of MAEL,
and subsequently LTR-Te, in meiotic regulation of porcine oocytes.
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