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Identification of factors enabling Group A Streptococcus reside without virulence

Hamada, Shigeyuki
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Purpose of this project is to identify factors enabling Group A Streptococcus (GAS
) reside without virulence in healthy person. As results, about 80 percent of healthy adult carry this bac
teria without any disease. And improvement of culture methods for GAS isolation enabled the 32 GAS isolate
s from 13 persons. In addition, from the transcriptome analysis using microarray, we could identify 3 gene
s related to GAS residence inside human cells. From phylogenetic analysis, these genes can be shared with
wide range of commensal bacteria and be transferred via bacteriophage. This indicates the genes may shed |
ight on the new mechanisms to how commensal bacteria reside with human.
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http://rcc-eri._biken.osaka-u.ac. jp/bact
erial_infections.html
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