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Analyses of transcriptional factor Fra-1 function with a focus on EMT

Hoshino, Isamu
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We have reported that Fra-1 was correlated with invasion and metastasis in esophag
eal squamous cell carcinoma(ESCC). Herein, we tried to clarify the mechanism of the Fra-1 expression in ES
CC. We constructed Fra-1 knock down cells using siRNA in Fra-1 high expressed cells, TE10 and TE1l. Fra-1
knock down induced reducing of cell proliferation, migration, and invasion potentials. Then, we explored t
he Fra-1 regulated genes using microarray and they were analyzed by BIOBASE Upstream Analysis. HMGALl was a

candidate which was regulated by Fra-1 and HWMR was detected as a gene which was regulated by HMGAl. More
over, immunohistochemcal staining using clinical ESCC samples showed that HMMR was a significant prognosti
¢ factor in ESCC patients.
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Fig.2 Expression levels of Fra-1 mRNA in ESCC celllines.
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Fig.6 The candidate pathway of regulatory genes of Fra-1 detected by
micro array analysis and Biobase upstream analysis (Cytoline Solutions).
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Fig.9 Kaplan-Meier analysis of survival months according to
expressionlevels of HMMR mRNA.
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