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Non-coding RNAs (ncRNAs) are involved in the regulation of most biological
processes such as cancer, embryonic development, and cellular reprogramming. However, little is known
about their roles in iPSC reprogramming. To elucidate the changing of non-coding RNAs during iPSC
reprogramming, human fibroblasts TIG1 were infected with 0CT4, SOX2, KLF4, and c-MYC (OSKM). Total RNAs
from OSKM-TIGL were analyzed for the ncRNAs expression.Expression of Y-RNAL transiently increased during
early stage (Day 0 to 9 after the transductiong, and the localization was cellular cytoplasm. To evaluate
the effect of the selected ncRNA, Y-RNA1l, we assessed the efficacy of iPSCs reprogramming by the
knockdown and over-expression experiments. The siRNA for Y-RNAl was introduced to TIG1l, where Y-RNAl
expression lessens to less than 10%, compared with conventional iPSC reprogramming. Our data demonstrate
that Y-RNAL is essential role for iPSC reprogramming, and works at the early stage of the process.
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