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The role of new protein complex, so _called "degradosome® produced by cariogenic
microorganism, results to be effective to the environment.

Kozai, Katsuyuki
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The purpose of this study is to make sure that the formation of multiprotein
complex called degradosome and the control should be performed as a method of adaptation of living
environment in biofilm of cariogenic mutans streptococci. Firstly, the experiment of seeking some protein
producing MS complex of a center of enolase was performed. The cDNA was made by cloning of enolase and

recognition of DNA sequence was done. The results showed that the point mutation was found to UA159 in
all strains. In two starins, it is found that some amino acids are different.
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Fig.1 Computer graphic display

indicating the possible 3D structure of
enolase. (a) Model of a unit of enolase.
Small circles in the center are MgD, PO3L
4,and FL. Space-filling representations



are mutated amino acids. (b) Homo-octamer
model of enolase.
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Fig.2 Effect of fluoride on enolase
activity of S.  mutans strains.
Comparison of activity between strains for
each fluoride concentration. Error bars
represent SE. Statistically significant
differences are indicated by asterisks
(*P < 0.05).
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