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Identification of salivary microRNA which monitors pediatric prolonged mental stress
es

Maeda, Nobuko
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For the purpose to establish a diagnostic method for a child"s psychological stres
s noninvasively, a survey of the salivary microRNA as a biomarker was carried out.
The subjects were the elementary school juvenile first-fifth graders. In the subjects, 30 children who had
and counseled problem were classified into the stress group, and 30 stable children were into the control
roup.
A?thoﬂgh the dental caries experience number of teeth was twice higher in the stress group than the contro
I group, there was no difference in the number of cariogenic pathogens, the amount of salivary secretion a
nd saliva buffer capacity. Then, the saliva microRNA extraction / purification methods were established an
d the expression profile was compared using an array. The expression patterns differed in ten sorts of mic
roRNAs. The result suggested that microRNAs are useful as a cluster marker for diagnosis of children®s ps
ychological stress.
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CD63
[Let-7 MicroRNA Family Is
Selectively Secreted into the
Extracel lular Environment via Exosomes in
a Metastatic Gastric Cancer Cell Line
(Ohshima, K et al. PLoS ONE, 5(10): e13247,

2010)]
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bic/microRNA-155  for  Normal  Immune
Function. Science April 2007,
NF-kB-dependent induction of microRNA
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Control of Stress-Dependent Cardiac
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Overall Results for sample 7 : CcP T
RNA Area: 74.6
RINA Concentration: 415 pg/pi
rRNA Ratio [28s / 18s]: 1.8
RNA Integrity Number (RIN): 7.1 (B.02.07)
Result Flagging Color:
Result Flagging Label: RIN: 7.10
Frag table for ple7 : cP
Name Start Size [nt] End Size [nt] Area % of total Area
188 3,506 4,069 5.8 77
288 5,980 6,918 10.6 14.2
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Overall Results for sample 9 : CR T
RNA Area: 77.6
RNA Concentration: 432 pg/pl
rRNA Ratio [28s / 18s]: 0.0
RNA Integrity Number (RIN): 2.5 (B.02.07)
Result Flagging Color:
Result Flagging Label: RIN: 2.50
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