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Elucidation of molecular mechanism for base excision repair pathway-mediated active
demethylation by PRDM14
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Germline cells are sole source of next generation in multicellular organism,
which is called cellular totipoency. Germ cells erase genome-wide DNA methylation and histone
modifications to acquire cellular totipotency durin? their development.

In this study, we have tried to identify the molecular mechanisms and biological significance of base
excision repair-mediated active demethyaltion by PRDM14. We have shown that PRDM14 regulates the activity
of TET proteins to promotes active DNA demethylation in embryonic stem cells (ESCs). We have further
demonstrated that PRDM14 converts epiblast-like cells (EpilLCs) to ESCs mediated by the enhancement of
0CT3/4-binding at target locus through active DNA demethylation.
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