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Epigenetic regulations, such as chromatin modification or DNA methylation play
key roles in the maintenance of committed cells during differentiation. However, exact mechanisms are yet
to be determined. Here we found that the Np95, which is shown to regulate the DNA methylation, is
critical for early T cell differentiation. The T cell development in thymus of T-cell specific
Np95-deficient mice was severelﬁ impaired at the early differentiation stage. Derepression of genes which
are not normally expressed in thymic T cell progenitors were found. These results suggest that the Np95
is essential for the maintenance of T cell fate.
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