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Scalable data mining for processing complex and large-scale data

Tabei, Yasuo

3,400,000

We developed scalable similarity search and machine learning techniques for
processing complex and large-scale data in this project. For example, we developed a large-scale
similarity search for network data and scalable learning method for training linear classifiers. Papers
on the developed methods was accepted to premier conferences. In addition, softwares implementing the
developed methods are publicly available and have been used by researchers and engineers in all over the

world.
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