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Prediction of GPl-anchored protein using position-specific scoring matrix and depelo
pment of GPl-anchored protein detabase
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In this study, new methods for the detection of GPl-anchored proteins (GPI-APs) an

d for the prediction of the location of omega-sites by physicochemical properties, PSSM and back-propagati

on artificial neural networks (BP-ANNs) were developed. PSSs were calculated based on amino acid propensit
ies around the omega-sites. PSSs were applied to BP-ANNs which consist of a three-layered structure. This
method could distinguish GPI-APs from non-GPI-APs (92.9% sensitivity and 94.8% specificity) and also could
discriminate omega-sites from non-omega-sites with higher accuracy (95.6% sensitivity and 97.0% specifici

ty) than other GPI-APs detection tools reported previously.
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