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Inference on the genetic diversity decreasing process of endangered species based on
old specimens

KIYOSHI, TAKUYA
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A highly endangered dragonfly species, Libellula angelina, rapidly lost their habi
tats, and currently only a few ponds are known to be stable. From the viewpoint of conservation genetics,
its genetic diversity is very important information on the conservation policy but the species is protecte
d by the law of "Endangered Specis Preservation Act" in Japan. To obtain tissues for DNA extraction is rat
her difficult but the tissues remained inside of the exuviae were appropriate for DNA extraction. On one o
f the populations of Shizoka Prefecture, the estimation of mitochondrial haplotype diversity revealed that
very good genetic diversity were kept in the population.
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