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Analysis of genome instability and centric DNA hypomethylation in cancer cells.
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Hypomethylation of non-coding DNAs, such as centromere, is a unique character of
cancer cells, but little is known about biological function of DNA hypomethylation in centromere. The
purpose of this study is to understand the relationship between malignant transformation of cells and
dynamics of DNA methylation in centromere. Forced expression of oncogenic genes was sufficient for
malignant transformation of cultured cells, but was not correlated with centromere hypomethylation. We
screened various cancer cells, and revealed that human melanoma cell lines show pericentric
hypomethylation. We detected satellite transcripts derived from hypermethylated centric satellites in
melanoma, whereas transcripts derived from hypomethylated pericentric satellites were not detected. These
results suggests DNA methylation may not be involved in transcriptional regulation of centric/
pericentric satellites in melanoma celllines.
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