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Frequent pathway mutation of RNA splicing machinery was reported recently. We
comprehensively analyzed the aberrant RNA caused by the mutation using transcriptome
analysis with next generation sequencing. Abnormally spliced transcripts were globally
identified by the experiment of cell lines in which mutant genes were expressed. The
wide—ranging abnormality of RNA was observed in each mutant. Further analysis of multiple
MDS specimens will reveal the specific genes and pathways that explain the molecular
pathogenesis of MDS.
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Abnormal splicing in mRNA
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