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Development of biomarker of Breast cancer and retrospective analysis to confirm clin
ical efficacy of the biomarker
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TP53 is tumor suppressor gene and is known as independent prognostic factor in bre
ast cancer. The aim of this study is to develop the biomarker to distinguish TP53 status and to confirm th
e efficacy of the biomarker. Eighty eight operated breast cancer samples were used. We developed the metho
d to predict TP53 status using gene expression profile. Then we presented that the biomarker could predict

the efficacy of chemotherapy by 508 breast cancer cohort data in public database. We expect that the biom
arker will improve the prognosis of breast cancer.
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