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Analysis of antisense RNA and development of new diagnostics of gastrointestinal can
cer using blood.
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The aim of this research is to analyze of antisense RNA and develop of new diagnos
tics of gastrointestinal cancer using blood.
We identified 20 anti-sense RNA that is changing with the healthy people in the blood of patients with col
orectal cancer. These antisenseRNA was possible to clearly distinguish the healthy people and colon cancer
patients. We also identified 15 miRNA and 17 miRNA, respectively, changing to healthy people in the blood
of exosomes in patients with colon cancer and pancreatic cancer patients. These miRNA was possible to dis
tinguish clearly healthy people and patients with colorectal cancer.
From these results, we will develop new low cost custom microarray for diagnosis of gastrointestinal cance
r.
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Top 10 7> F 2 ARNAs KIGEEH vs. BE A

NM012080 Haloacid dehalogenase-like hydrolase domain containing 1 5.68

NM005824 LRRC17 Leucine rich repeat containing 17 4.38
NMO016630 SPG21 Spastic paraplegia 21 271
NM175611 GRIK1 Glutamate receptor, ionotropic, kainate 1 2.54
NM003290 TPM4 Tropomyosin 4 2.40
NMO006516 SLC2A1 Solute carrier family 2, member 1 2.39
NM015317 PUM2 Pumilio homolog 2 2.36
NM024494 WNT2B Wingless-type MMTV integration site family, member 2B -2.35
NMo25140 | CCDC92 Coiled-coil domain containing 92 231

NM001037738 NPM1 Nucleophosmin 1 231
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