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LKB1-AMPK2 signaling promotes non-homologous end joining by regulating SWI/SNF chrom
atin remodeling
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LKB1 regulates multiple processes by phosphorylating adenosine monophosphate&#8211
;activated protein kinases (AMPKs). LKB1 and AMPK2 proteins were found here to be recruited to DNA double
strand break (DSB) sites. Their depletion or inhibition compromises the ability of cells to repair DNA by
non-homologous end joining (NHEJ) by suppressing accumulation of KU70, a key NHEJ protein, and of BRM, a ¢
atalytic subunit in the SWI/SNF complex to DSB sites, resulting in the occurrence of chromosome breaks. Hi
stone H2B mutants lacking AMPK2 phoshorylation site impaired the KU70 and BRM recruitment. LKB1-AMPK2 sign
aling is likely to regulate NHEJ and contribute to genome stability.
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