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Y-box binding protein 1(YB-1) is a nucleic acid-binding protein that regulates tra
nscription and translation, and is overexpressed in cancer cells. It has been reported that the bindings o
T YB-1 to specific genomic DNAs or mRNAs are involved in tumorigenesis. Therefore, it is plausible to supp
ose that YB-1 is a new target to regulate the cellular systems due to treatment of human diseases and eluc
idation of new cellular functions. However, the binding mechanism of YB-1 to nucleic acids is still unclea
r. Here, we carried out physicochemical analyses of the structural and binding properties of YB-1 using sp
ectrometr% and calorimetry. The recombinant YB-1 had thermodynamically unique bindings to the single-stran
d DNA with Y-box sequence and to the single-strand DNA with Y-box mRNA sequence. The DNA and RNA binding s
ites of YB-1 were identified by using a full length and deletion mutants of YB-1. We further studied the e
ffects of salt and temperature on the binding to DNA or RNA.
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