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Characterization of an RNA-binding protein PpCSP that promotes reprogramming of the
moss Physcomitrella patens

TAMADA, Yosuke
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PpCSP, an RNA-binding protein, facilitates the reprogramming from differentiated I
eaf cells to stem cells in the moss Physcomitrella patens. To reveal the molecular mechanisms underlying t
he promotion of reprogramming by PpCSP, we have tried to identify the target RNA molecules and the interac
ting proteins of PpCSP. We performed RNA immunoprecipitation-sequencing and found that PpCSP binds to almo
st all mRNAs. We previously isolated multiple genes, which exhibited higher transcripts accumulation in th
e over-expression line of PpCSP than in wild type. We produced over-expression lines of those genes, and f
ound that several over-expression lines exhibited abnormal morpholo?ies. In addition, we isolated multiple
interacting partners of PpCSP by performing immunoprecipitation followed by liquid chromatography-mass sp
ectrometry. We confirmed that the cellular localization largely overlapped with that of PpCSP.
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