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Some enzymes related to synthesis of beta-1,3-glucan were investigated in this
study. The catalytic domain protein of beta-1,3-glucan synthase from Schizophyllum commune showed
significant enzyme activity with UDPglucose. Glucosyltransferases were found in a cell wall autolysate
and a culture medium of the fungal mycelia. In addition, novel bacterial beta-1,3-glucan phosphorylase
and_laminaridextrin phosphorylase were discovered and used for synthesis of beta-1,3-glucan and
laminarioligosaccharides. Finally, water-soluble branched polysaccharide was synthesized in vitro using
beta-1,3-glucan phosphorylase and bacterial glucosyltransferase.
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