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Molecular network of virulence factors in resident bacteria for infection against di
abetic host
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Diabetic patients are sensitive to infection caused by resident bacteria. However,
molecular mechanisms of the resident bacteria for causing severe infectious diseases against diabetic pat
ients are still unknown. In this study, we identified three genes, which were required for virulence of St
aphylococcus aureus (S. aureus) against hyperglycemic silkworms. Our findings suggest that bacteria posses
s specific system for infection against diabetic patients.
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