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The HIV-1 latency remains a principal obstacle in curing AIDS. We revealed a molec
ular characterization of distinct populations at an early phase of HIV-1 infection. We developed an origin
al dual-color reporter virus to monitor LTR kinetics from establishment to maintenance stage. We found tha
t there are two ways of latency establishment i.e., by immediate silencing and slow inactivation from acti
ve infection. Histone covalent modifications, particularly PRC2-mediated H3K27 trimethylation, appeared to

dominate viral transcription at the early phase. PRC2 also contributes to time-dependent LTR dormancy.
To view epigenetic landscape in ATL and HTLV-1-infected cells, we performed global histone methylation pro
filing by high-resolution promoter array. We successfully detected the numerous gene promoters with aberra
nt repressive H3K27me3 mark in ATL cells. Interestingly, Tax-triggered immortalizing cells partially mimic
ked the methylation pattern observed in ATL cells.
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