(®)
2012 2014

Clinical marker hunting with informatics and mass spectrometry

Nishimura, Motoi

3,400,000
IP  ImmunoPrecipitation MS Mass Spectromet
ry Immuno-MS work
ApoE
DNA- free Immuno-MS

Immuno-MS

Motoi Nishimura and colleagues combined mass spectrometry and immunoprecipitation
(so-called Immuno-MS) using widely-used clinical test immunoassay reagents. As an example, we have shown
successful ApoE serotyping using Immuno-MS.
ApoE serotyping is based on the correlation between ApoE genotype and isoform; it is therefore possible
to determine the g enot%pe from the blood ApoE isoform combination. Serotyping ApoE using mass
spectrometry promises highly accurate results while requiring minimal amounts of blood and reagents,
resulting in lower costs, which suggest that proteomic-based ApoE serotyping may eventually become a
routine clinical Iaboratory test.
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