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DNA methylation profiles of CD4+ effector memory T cells show distinct differences
between Crohn®s disease and ulcerative colitis
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The comprehensive DNA methylation analysis comparing CD4+ effector memory T cell

(Tem) from patients with CD and UC revealed significant differences in 2169 genes (gene-wise analysis),
of which 1450 and 719 genes showed hypermethylation in CD- and UC-derived Tem, respectively. In pathway
analysis, genes associated with T-cell receptor signaling, helper T-cell differentiation, and death
receptor signaling were significantly more common. Furthermore, apoptosis resistance in Tem in CD was
eliminated with 5-AZA-induced demethylation. Here we clarified following three points: (1) Differences in
DNA methylation in Tem in CD and UC were confirmed. (2) The characteristic biological processes and
signaling pathways were identified based on the list of genes exhibiting the difference. (3) Apoptosis
susceptibility was suggested to be regulated by DNA methylation.
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