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It is well known that chronic inflammation forms the basis of cancers and the meta
bolic syndrome. Therefore, in the present study, we performed a comprehensive, genome-wide examination of
the targets of NFkBs, the central transcriptional regulator of inflammation, in the context of regulatory
mechanisms of inflammation in macrophages. As a result, we revealed that NFkB subunit switching occurs dur
ing the transition from the inflammatory response phase to the resolution phase. Furthermore, we found tha
t p50, a NFkB subunit, regulates inflammatory genes during the early inflammatory phase but then shifts to

regulating metabolic genes during the resolution phase. We also revealed that p50 is involved in the meta
bolic reprogramming associated with the inflammatory response.
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