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Detection of Notchl mutation using PCR-Clamp method
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I tried to develop a highly specific detection system of Notch 1 mutation. To ampl
ify the point mutation of Notch 1, | used the PCR clamp method. First, | tried to a clamp primer which cov
ers the normal DNA of the mutation site. Second, I tried to design a mutant probe which covers the mutatio
n sequence. But we cannot get the adequate primer.
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