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Examination of anti-viral activity of novel phage-derived nucleosides
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Nucleic acid analogs, which the structure of the nucleoside is based, is used in
chemotherapy against viral infections. Some of the bacteriophages (phages) have unique genomic DNAs. In
this study, we searched novel nucleic acids from phage genomic DNA, which can become drug discovery
platform for anti-viral drugs.

The phage genomic DNAs were analyzed using LC-MS. As a result, most of the phages were revealed to have
normal genomic DNAs. On the other hand, Staphylococcus aureus phage S6 DNA was revealed to contain uracil
in place of thymine as a nucleic acid base. Unfortunately, it did not lead to the discovery of novel
nucleic acids that can be drug discovery platform for anti-viral drugs in the present study.
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